SEQUENCE LISTING 



<110> Ni Colette, Charles A. 

<120> ANTIGENIC CK-18 COMPOUNDS FOR THERAPY 
AND DIAGNOSIS AND METHODS FOR USING SAME 

<130> GZ 210800 

<140> Unas signed 
<141> 2001-12-21 

<150> 60/257,820 
<151> 2000-12-21 

<160> 8 

<170> FastSEQ for Windows version 4.0 

L^210> 1 
'Z<211> 430 
j^212> PRT 
L^k213> Homo sapiens 

S<400> 1 

zMet Ser Phe Thr Thr Arg Ser Thr Phe Ser Thr Asn Tyr Arg Ser Leu 
y 15 10 15 

CGly Ser val Gin Ala Pro Ser Tyr Gly Ala Arg Pro Val Ser Ser Ala 
U 20 25 30 

lAla Ser val Tyr Ala Gly Ala Gly Gly Ser Gly Ser Arg lie Ser Val 
: 35 40 45 

^'Ser Arg Ser Thr Ser Phe Arg Gly Gly Met Gly Ser Gly Gly Leu Ala 
fU 50 55 60 

nrhr Gly He Ala Gly Gly Leu Ala Gly Met Gly Gly He Gin Asn Glu 
m 70 75 80 

iLys Glu Thr Met Gin Ser Leu Asn Asp Arg Leu Ala Ser Tyr Leu Asp 
O 85 90 95 

NArg Val Arg ser Leu Glu Thr Glu Asn Arg Arg Leu Glu Ser Lys lie 
100 105 110 

Arg Glu His Leu Glu Lys Lys Gly Pro Gin Val Arg Asp Trp Ser His 

115 120 125 

Tyr Phe Lys lie lie Glu Asp Leu Arg Ala Gin lie Phe Ala Asn Thr 

130 135 140 

val Asp Asn Ala Arg lie Val Leu Gin He Asp Asn Ala Arg Leu Ala 
145 150 155 160 

Ala Asp Asp Phe Arg Val Lys Tyr Glu Thr Glu Leu Ala Met Arg Gin 

165 170 175 

ser Val Glu Asn Asp lie His Gly Leu Arg Lys Val lie Asp Asp Thr 

180 185 190 

Asn lie Thr Arg Leu Gin Leu Glu Thr Glu lie Glu Ala Leu Lys Glu 

195 200 205 

Glu Leu Leu Phe Met Lys Lys Asn His Glu Glu Glu Val Lys Gly Leu 

210 215 220 

Gin Ala Gin lie Ala Ser Ser Gly Leu Thr val Glu Val Asp Ala Pro 
225 230 235 240 

Lys ser Gin Asp Leu Ala Lys lie Met Ala Asp lie Arg Ala Gin Tyr 

245 250 255 

Asp Glu Leu Ala Arg Lys Asn Arg Glu Glu Leu Asp Lys Tyr Trp Ser 

260 265 270 

Gin Gin lie Glu Glu ser Thr Thr val Val Thr Thr Gin Ser Ala Glu 

275 280 285 

val Gly Ala Ala Glu Thr Thr Leu Thr Glu Leu Arg Arg Thr Val Gin 
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290 295 300 

ser Leu Glu He Asp Leu Asp Ser Met Arg Asn Leu Lys Ala Ser Leu 
305 310 315 320 

Glu Asn ser Leu Arg Glu val Glu Ala Arg Tyr Ala Leu Gin Met Glu 

325 330 335 

Gin Leu Asn Gly lie Leu Leu His Leu Glu ser Glu Leu Ala Gin Thr 

340 345 350 

Arg Ala Glu Gly Gin Arg Gin Ala Gin Glu Tyr Glu Ala Leu Leu Asn 

355 360 365 

lie Lys val Lys Leu Glu Ala Glu He Ala Thr Tyr Arg Arg Leu Leu 

_ 370 375 380 

Glu Asp Gly Glu Asp Phe Asn Leu Gly Asp Ala Leu Asp Ser ser Asn 
385 390 395 400 

Ser Met Gin Thr lie Gin Lys Thr Thr Thr Arg Arg He Val Asp Gly 

405 410 415 

Lys val val ser Glu Thr Asn Asp Thr Lys val Leu Arg His 
420 425 430 

<210> 2 

<211> 1407 
I=k212> DNA 
0<213> Homo sapiens 

y<400> 2 

agcctgagtc ctgtcctttc tctctccccg gacagcatga gcttcaccac 60 
j^=tcgctccacc ttctccacca actaccggtc cctgggctct gtccaggcgc ccagctacqq 120 
i^cgcccggccg gtcagcagcg cggccagcgt ctatgcaggc gctgggggct ctggttcccg 180 
rjgatctccgtg tcccgctcca ccagcttcag gggcggcatg gggtccgggg gcctggccac 240 
y,cgggatagcc gggggtctgg caggaatggg aggcatccag aacgagaagg agaccatgca 300 
= aagcctgaac gaccgcctgg cctcttacct ggacagagtg aggagcctgg agaccgagaa 360 
= ccggaggctg gagagcaaaa tccgggagca cttggagaag aagggacccc aggtcagaga 420 
Nctggagccat tacttcaaga tcatcgagga cctgagggct cagatcttcg caaatactgt 480 
npgacaatgcc cgcatcgttc tgcagattga caatgcccgt cttgctgctg atgactttag 540 
^li^l^^^^^t^ gagacagagc tggccatgcg ccagtctgtg gagaacgaca tccatgggct 600 
^cgcaaggtc attgatgaca ccaatatcac acgactgcag ctggagacag agatcgaggc 660 
^ctcaaggag gagctgctct tcatgaagaa gaaccacgaa gaggaagtaa aaggcctaca 720 
l^gcccagatt gccagctctg ggttgaccgt ggaggtagat gcccccaaat ctcaggacct 780 
ycgccaagatc atggcagaca tccgggccca atatgacgag ctggctcgga agaaccgaga 840 
ggagctagac aagtactggt ctcagcagat tgaggagagc accacagtgg tcaccacaca 900 
gtctgctgag gttggagctg ctgagacgac gctcacagag ctgagacgta cagtccagtc 960 
cttggagatc gacctggact ccatgagaaa tctgaaggcc agcttggaga acagcctgag 1020 
ggaggtggag gcccgctacg ccctacagat ggagcagctc aacgggatcc tgctgcacct 1080 
tgagtcagag ctggcacaga cccgggcaga gggacagcgc caggcccagg agtatgaggc 1140 
cctgctgaac atcaaggtca agctggaggc tgagatcgcc acctaccgcc gcctgctgga 1200 
agatggcgag gactttaatc ttggtgatgc cttggacagc agcaactcca tgcaaaccat 1260 
ccaaaagacc accacccgcc ggatagtgga tggcaaagtg gtgtctgaga ccaatgacac 1320 
^fflf^^^^H ^^gcattaag ccagcagaag cagggtaccc tttggggagc aggaggccaa 1380 
T:aaaaagTrc agagttcatt ggatgtc 1407 

<210> 3 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Phe Leu Asp Lys Gly His Met Tyr val 

<210> 4 

<211> 27 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_feature 
<222> 6, 15, 27 
<223> n = A,T,C or G 

<400> 4 

ttyytngara arggncayat gtaygtn 

<210> 5 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Phe Leu Asp Lys Ala His Met Glu Val 
1 5 



<210> 6 

<211> 27 
ij.212> DNA 
S213> Homo sapiens 

o 

Q:220> 

fi<221> misc_feature 
:=^222> 6, 15, 27 
^223> n = A,T,C or G 

3:400> 6 

yCtyytngara argcncayat ggargtn 

=<210> 7 

¥^211> 10 

ry:212> PRT 

i^213> Homo sapiens 

N:400> 7 

u^he Met Lys Lys Asn His Glu Glu Glu val 

Ml 5 10 



<210> 8 

<211> 30 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> 30 

<223> n = A,T,C or G 



<400> 8 

ttyatgaara araaycayga rgargargtn 



